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< 1 6 0 > 4 

cT70> Parent -In version 3.1 

<210> 1 

<211> 1575 

<:: 12 > dna 

•:: 2 :.3> X e nop u s s p . 



2 1 > CDS 

:\2> (214) . . (1113) 



<400> 1 

T:r. ( ;taa:agga cttgcagete cagtgtaggt tttttcagaa gctccgcccc aatgctgtat 60 

ttttttatta tt ^caggagg ctataaagag agcagacaaa ggaagtaggc ggagttcctg 120 

■:f..laicgcca tttggccagt ggtggctaag cgcctgaagg tggctgctto ctttgctcag 180 

atcaaccct : gggccggtgt ccccctttct a:a atg agg cac atg cag agt gta 234 

Met Ara His Met Gin Ser Val 



ace egg goc ago too att tgt ggo ago ggg gtg aag cag gr c at: ggo 282 

Tl.i Arg Ala Ser ■ lie Cvs Gly Ser Gly Val Lys Gin Val IIp Gly 

1 j 15 2 0 

aag ggg cat ocg ca: gc: egg got gtt gga g • .j eg: aag g_g x . . "> "' n 

L.:, Gly - l ■ :: ^ Al a Arg Vnl Val Gly Ala Arg Lys Ala Gin He 

2 5 3 J 3d 

cot gag aga gag gag t tg tea gtc aaa eco aaa atg gtg cga aac aoc 3 " : 8 

O ij Giu Arg Gl 01 i Lea Ser Val lys Pro Lys Met Val Arg Asn Thr 

4'"> 4 5 5 0 ^ 



cat etc aat eta oag eco cag gag ego cag gee ttz tac agg etc eta 



426 



His Leu Asn Leu 



gaa aaL gag cag 



ulu A t>n Glu 



Gli 
75 



Gin Fro Gin 
60 

att can gaa 
Tie Gin Glu 



ttc 
Phe 



att tec gac aag 
He Ser Asp Lys 
90 

gca gcg ggc etc 
Ala Ala Gly Leu 
105 

gec ctg tat ctg 
Ala Leu Tyr Leu 
120 



tat etc ata 
Tyr Leu He 



tac acc age 
Tyr Thr Ser 
110 

get aat gac 
Ala Asn Asp 
125 



gca 
Ala 
95 

gag 

Glu 



atg 
Met 



Arg Gin 
65 

ctt tct 
Leu Ser 
80 

atg gtt 
Met Val 



Ala Phe Tyr 



atg gac tec 
Met Asp Ser 



Arg Leu Leu 
70 

tgt eta agg 
Cys Leu Arg 



tac aca 
Tyr Thr 



gag gaa 
Glu Glu 



eta gca tat 
Leu Ala Tyr 
100 

acc atg aat 
Thr Met Asn 
115 

gat gaa gaa 
Asp Glu Glu 
120 



ttt aag egg 
Phe Lys Arg 



ttc ttt gtt 
Phe Phe Val 



gac tat aaa 
Asp Tyr Lys 
135 



tat gaa ate ttc 
Tyr Glu He Phe 



cca caa ttt ttg 
Pro Gin Phe Leu 
155 



ccc tgg gca 
Pro Trp Ala 
140 

cgt etc egg 
Arg Leu Arg 



eta 
Leu 



gac 

ASD 



— _J - _J — 

Arg Ala Val Val 
170 

ccc act cat tgg 
Pro Thr His Trp 
185 



Ser Arg Arg 



tqc 

Cys 
175 



gga gac 
Gly Asp 
145 

gac ttc 
Asp Phe 
160 

Gys Asp 



teg tgg cgt 
Ser Trp Arg 



tgg get aaa 
Trp Ala Lys 



gag ctt ttc 
Glu Leu Phe 
150 

atg aac tac 
Met Asn Tyr 
165 



gec tgg ctg 
Ala Trp Leu 
190 



aga 
Arg 



gat cgc 
Asp Arg 



i.:,^g gta -.-i-'--* 
Glu Vai riot. 

180 

ccc atg cat 
Pro Met His 
195 



a a gat 



cac age ggg 
His Ser Gly 



gec atg cgt ggt 
Ala Met Arg Gly 
200 

cca ggc ctt aca 
Pro Gly Leu Thr 



tgt qac tct ggt 
Cys Asp Ser Gly 



tac ctt aga 
Tyr Leu Aig 
205 

cca 3cc age 
Pro Ala Ser 

220 

ggg arc tCC 

Gly Val Ser 



aac 
Asn 



gag gac 
Glu Asp 



tgt 
Cys 



His 



Glu He Phe His 



<r q <-* q r n aat 

Tyr Thr Asa 



teg ccc ^-t gag 
Leu Pro Pro Glu 



att etc cag gag 
He Leu Gin Glu 



ctg ttg ctg 
Leu Leu Leu 
270 



aqq 
Arg 

gat 
Asp 



aca ctt 
Thr Leu 
225 

aac aac 
Asn Asn 
24 0 

gap tgg 
Glu Trp 



gac ttt ttc 
Asp Phe Phe 
210 

tac cat aaa 
Cys His Lys 



:ct tec tct 
Der Ser Ser 



tec cag gag 
Ser o in o ± ^ 
260 



ccc egg ggt 
Pro Arg Gly 
215 

gca ggt gtc 
Ala Gly Val 
230 

cca gaa caa 
Pro Glu Gin 
245 

ctt etc atg 



rcc gag 
Pro Glu 



cca ttg gtt 
Pro Leu Val 



gga 
Gly 



tta gag 
Leu Glu 



tgt act cat 
Cys Thr His 
275 

cca gat ggg 
Pro Asp Gly 



gac tta cac 
Asp Leu His 



acg gcg ctg 
Thr Ala Leu 



474 



52; 



57 0 



618 



666 



714 



810 



858 



906 



1002 



1050 



1098 



280 285 290 295 

gaa tgg :a: cac ctt tagtagccga ttgtctcctc cgagctttta ttcttctcta 1153 
Glu Trp His His Leu 
300 

ctcacaagtt cagcactLat tct::cctcc taaggactrg LjjaLgttca qacttaattg 1213 

aaatgggaga agcgaatatt ccgacggatg tagagcggga atatgtgccc agagaaagtg 1273 

ttttgagtct gtataaaccg ttgctttgta aataaatata taaatgttct ctgtgctggt 1333 

::actaataaa gatcaggtaa aatcactttc aggtgtaatt taatagtatg tatgtagagt 1393 

-jtttaattca gctetccacc aaatagtaac ttgtcatcac tgaacctttg cttaactaca 14 53 

ottttat^.at tctiqcacaca aatattctga agatcagacc gttctgtttt cagatgggtt 1513 

gaaaatatta aactcaacag aattcctgtg gtgtaatgta aatgcaaaga tcgattagac 1573 

ta 1575 



2 1 0 > 2 

211 > vjO 
212> PPT 

- 2 1 3 > X e nop u s so. 

< 4 0 0 > 2 

Me*: Arg His Me*: Gin Ser Val Thr Arg Ala Ser Ser lie Cys Gly Ser 
1 5 10 15 



Gly Val Lys Gin Val lie Gly Lys Gly His Pro His Ala Arg Val Val 
2 0 2 5 3 0 



Gly Ala Arg Lys Ala Gin lie Pro Glu Arg Glu Glu Leu Ser Val Lys 
35 40 45 



] ro lys Met Val Arg Asn Thr His Leu Asn Leu Gin Pro Gin Glu Arg 

5 0 5 5 6 0 



Gin Ala Phe Tyr Arg Leu Leu Glu Asn Glu Gin I" 

7 0 7 5 



Ser Met Asp ot: Cys Leu Arg lie be: Asp Ly- tyr ;/u.: : ■ e AI- 
RS 90 95 



Val Leu Ala Tyr Phe Lys Arg Ala Ala Gly Leu Tyr Thr Ser Glu Tyr 
100 105 110 



Thr Thr Met Asn Phe Phe Val Ala Leu Tyr Leu Ala Asn Asp Met Glu 
115 12 0 12 5 



■"In Asp Glu Glu Asp Tyr Lys Tyr Glu lie Phe Fr'j Tip Ala Leu Gly 
130 135 140 



Asp Ser Trp Arg Glu Leu Phe Pro Gin Phe Leu Arg Leu Arg Asp Asp 
145 150 155 160 



Phe Trp Ala Lys Met Asn Tyr Arg Ala Va L Val Ser Arg Arg Gys Cys 
165 170 175 



Asp Glu Val Met Ser Lys Asp Pro Thr His Trp Ala Trp Leu Arg Asp 
180 185 190 



Arg Pro Met His His Ser Gly Ala Met Arg Gly Tyr Leu Arg Asn Glu 
195 200 205 



Asp Asp Phe Phe Pro Arg Gly Pro Gly Leu Thr Pro Ala Ser Gys Thr 
2 10 215 22 0 



Leu Cys His Lys Ala Gly Val Cys Asp Ser Gly Gly Val Ser His Asn 
225 230 235 240 



Asn Ser Ser Ser Pro Glu Gin Glu He Phe His Tyr Thr Asn Arg Glu 
245 250 255 



Trp Ser Gin Glu Leu Leu Met Leu Pro Pro Glu Leu Leu Leu Asp Pro 
2 6 0 2 6 5 2 7 0 



lu Cys Thr His Asp Leu His lie Leu Gin Glu Pro Leu Val Gly Leu 
275 280 285 



Glu Pro Asp Gly Thr Ala Leu Glu Trp His His Lei; 
2 90 2 95 3 0 



CIO:. 3 

■'■'11: 1^57 

12:> DMA 

1 3 ■ X e ri o p u s s p 



<220 > 
<221 > 



CDS 




- 4 0 n » 3 

g.^tgtattte acttt :t:tc aggaggttat aaagauuaca gacayyygag gtaggieagag £0 

ttectgttca tcatcattct ttggccgttg gtggctagge gcctgaaggt ggctgrtacc 12 o 

tttgctcaga tcaaccctcg gttcgttgtc cccctct:ta 2 3. atg agg cat a eg 174 

Met Arg His Met 
1 

eag agt gea ice egg gec aec tta gtt tgt gge age ggg gta aag eag 2 2.: 

Gin Ser ALa Thr Arg Ala Thr Leu Val Cys Gly Ser Gly Val Lys Gin 
5 10 15 2 0 

ate att gec aag gga eat eeg aat ace egg gte tet gga gcg cge aag 27 j 

lie lie ALa Lys Gly His Pro Asn Thr Arg Val ?he Gly Ala Arg Lys 
25 30 35 

geg aaa ate cot gag aga gag gtg eta gea gee aaa eec aag ate acg 318 

Ala Lys lie Pro Glu Arg Glu Val Leu Ala Ala Lys Pro Lys lie Thr 
4 0 4 5 50 

egc att aea rat etc aat eta caa eee eag gag cge eag gec ttt tae 36'. 

Arg lie Thr His Leu Asn Leu Gin Pro Gin Glu Arg Gin Ala Phe Tyr 



agg etc eta gaa aat gag etg att eag gaa ttt eec crt atg gae tee 4 14 

Arg Leu Leu Glu Asn Glu Leu lie Gin Glu Phe Leu Ser Met Asp Ser 

7 0 7 5 S 0 

tgt eta aag att tea gae aag tat etc ata gea atg gtt eea gea tat 4 62 

Cys Leu Lys lie Ser Asp Lys Tyr Leu lie Ala Met Val Leu Ala Tyr 

85 90 95 100 

ttt aag egg gcg gg z ct: tae aec age gag tae aea aec atg aae etc 51w 

Phe Lys Arg Ala Gly Leu Tyr Thr Ser Glu Tyr Thr Thr Met Asn Phe 

1 0 5 110 115 

ttt gee gee ::cg tae rtg gtt aat gae aeg gag gaa gat gaa gaa gae 558 

Ph^ Val Ala Leu Tyr Leu Ala Asn Asp Mee Gin Glu Asp Glu Glu Asp 

12 0 12 5 13 0 

tat aaa ta~ gaa ate tee ooe egg gea eta gga gat tea tgg egt gag 6 06 

Tyr Lys Tyr Glu lie Pne Pro Trp Aia Leu Gly Asp Ser 7 : e Arg Glu 

1^5 140 14 5 

ttr *: t ^ ^-a m ttr t-r a rqr etc egg gae gae etc tgg get aaa atg 6 54 

Pne Pne Pro Gin Phe Lea Arg ^eu Arg Asp A ?p P.nc Trp A . : Lys 

15 0 15 5 16 0 

aac tac cga g^a gtt get. age ega aga tgt egt gat gag gta atg gcg 702 

Asn Tyr Arg Aia Val Val Ser Arg Arg Cys Cys Asp Glu Val Met Al ^ 

165 17 0 175 13 0 



aaa gat ere art cat tgg gcc tgg etc aga gat cgt cct att cat cat 750 
Lys Asp Pre Thr His Trp Ala Trp Leu Arg Asp Arg Pro lie His His 
13 5 190 195 

age ggg g cog rgt ggt tar etc aga a at. gag gat gar :tt tec cct 79 3 

Ser Gly Ala Lou Arg Gly Tyr Leu Arg Asn Glu Asp Asp Phe Phe Pro 
2 0 0 2 0 5 2 1 0 

C GG Ggt era gge ctt aea oca gee age tgt gea ctt rge eat aaa gea 84 6 

Arg Gly Pro Gly Lea Thr Pro Ala Ser Cys Ala Leu Cys His Lys Ala 
2 15 22 0 225 

age gtc tgc gac cct ggt ggg geg tee rat gae aar tet tct oca gaa 8 94 

Ser Val Cys Asp Ser Gly Gly Val Ser His Asp Asn Ser Ser Pro Glu 
2 30 2 35 24 0 

caa gag ate tct car tar acr aat agg gag tgg tec cag gaa ctt etc 942 
Gin Glu lie Phe His Tyr Thr Asn Arg Glu Trp Ser Gin Glu Leu Leu 
245 250 255 260 

ate ttg cea oct gaa etg eta ttg gat eeg gag tet act tat gac ate 990 
lie Leu Pro Pro Glu Leu Leu Leu Asp Pro Glu Ser Thr Tyr Asp lie 
265 270 275 

eae att tee cag gaa eeg eeg gee gga eea gag eea gat ggg gea gee 103 3 

H:s lie Phe Gin Glu Pro Leu Val Gly Leu Glu Pro Asp Gly Ala Ala 

.'S ) 285 290 

etg gaa tgg :ae car ctt eagcaeeaeg tcaececege gc:. llc^lll 
Leu Glu Trp> His His Leu 
2 95 

eertrtaatc caegagctca agaagcacet aacczctccz aagcacetgc ccatgtccct 1146 
aeecagacta aegaaeeaaa tgggagaggt gaetattgee ataaagggaa ggatgecact 12 06 
tagagtggag aaeaaeactt gcraaaaaeg gegtetggge eegteeaaac tgttgctatt 12 66 
teagttgect tgtaaataaa taagtaeaaa aatgtatgct cegtgccgge tgctaataaa 132 6 
auaaaaatct ggcatcaaaa aaaaaaaaaa a 13 57 

: 2 ! J • 4 

:2 11- 2 98 

_ j. - ■ I ' xT 

2 1 3 > Xenopus sp . 

:400:- 4 

>1t e Arg H : "C r 2c r A 1 a ThK Ara Ala Thr Leu Val Cys Gly Ser 
1 5 10 15 



7ai Lys Hi: lit Tie Ala Lys Gly His Pro Asn Thr Arg Val Phe 
20 25 30 



My Ala Arg Lys Ala Lys He Pro Glu Arg Glu Val Leu Ala Ala Lys 
3 5 4 0 4 5 



Lys He Thr Arg He Thr His Leu Asn Leu Gin Pro Gin Glu Arg 
5 0 5 5 6 0 



Gin Ala Phe Tyr Arg Leu Leu Glu Asn Glu Leu He Gin Glu Phe Leu 
65 70 75 80 



Ser Met Asp Ser Cys Leu Lys He Ser Asp Lys Tyr Leu lie Ala Met 
85 90 95 



Val Leu Ala Tyr Phe Lys Arg Ala Gly Leu Tyr Thr Ser Glu Tyr Thr 
100 105 110 



Thr Met Asn Phe Phe Val Ala Leu Tyr Leu Ala Asn Asp Met Glu Glu 
115 120 125 



Asp Glu Glu Asp Tyr Lys Tyr Glu He Phe Pro Trp Ala Leu Gly Asp 
130 135 140 



Ser Trp Arg Glu Phe Phe Pro Gin Pne Leu Arg ^eu Aj_g A.-.- :.. V l H: 
145 150 155 160 



Trp Ala Lys Met Asn Tyr Arg Ala Val Val Ser Arg Arg Gys Gys Asp 
165 170 175 



Glu Val Met Ala Lys Asp Pro Thr His Trp Ala Trp Leu Arg Asp Arg 
180 185 190 



Pro He His His Ser Gly Ala Leu Arg Gly Tyr Leu Arg Asn Glu Asp 

195 200 205 



Asp Phe Phe Pro Arg Gly Pro Gly Leu Thr Pro Ala Ser Cys Aia Leu 
HO 2 1 5 22 0 



Cys His Lys Ala Ser Val Cys Asp 3e: Gly Ciy v.-_ ^- i }H. Asl A::: 
; ; ^ 2 3 5 2 4 0 



Ser Ser Pro Glu Gin Glu He Phe His Tyr Thr Asn Aig Glu Trp ber 
245 250 255 



Gin Glu Leu Leu lie Leu Pre* Pro Glu Leu Leu Leu Asp Pro Glu Ser 



♦ • 

260 265 270 

Thr Tyr Asp He His He Phe Gin Glu Pro Leu Val Gly Leu Glu Pro 
275 280 255 



Asp Gly Ala Ala Leu Glu Trp His His Leu 
290 295 



